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BSR-T7/5

RRID:CVCL_RW96
Type: Cell Line

Proper Citation

CCLV Cat# CCLV-RIE 0583, RRID:CVCL_RW96

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL_RW96

Proper Citation: CCLV Cat# CCLV-RIE 0583, RRID:CVCL_RW96

Description: Cell line BSR-T7/5 is a Spontaneously immortalized cell line with a species
of origin Mesocricetus auratus (Golden hamster)

Sex: Male

Defining Citation: PMID:9847328

Comments: Caution: This cell line is protected by IP rights of the inventors. The CCLV of
the Friedrich-Loeffler-Institute, Federal Research Center for Virus Diseases of Animals is
the sole approved distributor is CCLV (personal communication of Finke, Stefan).,
Characteristics: Expression of the T7 RNA polymerase gene is under control of the
cytomegalovirus promoter (PubMed=9847328).

Category: Spontaneously immortalized cell line

Organism: Mesocricetus auratus (Golden hamster)

Name: BSR-T7/5

Synonyms: BsR-T7/5, BSR T7/5, BHK-T7

Cross References: CCLV:CCLV-RIE 0583, Wikidata:Q54798410
ID: CVCL_RW96

Vendor: CCLV

Catalog Number: CCLV-RIE 0583

Hierarchy: cvcl_1915
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Ratings and Alerts
No rating or validation information has been found for BSR-T7/5.

No alerts have been found for BSR-T7/5.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 171 mentions in open access literature.
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